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摘要 Summary 

隨著人類基因組的解碼，對於健康與醫療的觀念逐漸產生重大的改變，傳統以病徵來診治疾病的醫療方式，將隨著對基因組的日益了解，而逐漸被以基因病理、基因診斷與基因治療為主的「基因體醫學」所取代。 With the human genome decoding, for health and medical attitudes in significant changes in symptoms to diagnosis and treatment of diseases, traditional medical methods, and with the growing understanding of the genome, and gradually the genetic pathology, gene diagnosis and gene therapy mainly of "genomic medicine" replaced. 而後基因體時代的重要任務之一，便是深入了解基因組，因此對於基因功能的了解為後基因體時代主要的課題之一。 Then genomic era one of the important tasks is to understand the genome, so the understanding of gene function for the post-genomic era one of the major issues. 

由於人類基因體較複雜且缺乏完整的相關實驗，而酵母菌為實驗室重要的模式生物，且自 1996 年定序完成後，已累積相當規模的實驗資料，因此本研究以酵母菌為對象，以已知的酵母菌基因功能架構與酵母菌相關基因表現資料，進行酵母菌基因功能預測，並針對使用叢集分析方法分析基因表現資料只能預測單一基因功能之弱點，以倒傳遞類神經網路分類器為基礎，發展一套足以預測基因多重功能的方法，以期更貼近生物體實際運作情形，並以公開的酵母菌基因相關資料配合已知功能基因資訊進行訓練與學習。 As the complexity of the human genome and the lack of Wan Zheng De Jiao related experiments, and Shiyan Shi Zhong Yao yeast as the model organism and sequence since 1996 after the completion of Ding has abundant information on scale experiments, this study is to yeast Duixiang, to the known structure of yeast gene functions associated with the yeast gene expression data for yeast gene function prediction, and for the use of cluster analysis to analyze gene expression data can predict the weakness of a single gene function, to back-propagation neural network classifier as the basis for the development of a genetic analysis to be performed multiple functions approach to living organisms closer to the actual operation of the case, and to open the yeast genes with known functions relevant information for training and learning genetic information. 
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